Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.003 Å; R factor = 0.035; wR factor = 0.076; data-to-parameter ratio = 8.5.
In the title compound, C 17 H 20 N 2 O 3 , the cyclohexane ring adopts a chair conformation. In the crystal, intermolecular N-HÁ Á ÁO hydrogen bonds link the molecules into layers parallel to the ac plane.
Related literature
For the biological activity of indole derivatives, see: Souli et al. 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) x þ 1; y; z À 1; (ii) x À 1; y; z.
Data collection: CrystalClear (Rigaku, 2005); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: XP in SHELXTL; software used to prepare material for publication: SHELXTL. et al., 2008 ), anti-viral (Chai et al., 2006 ), anti-tubercular (Karthikeyan et al., 2009 ) and anti-inflammatory (Radwan et al., 2007 . In our search for new indole derivatives with improved activities, we have synthesized the title compound, (I). Here we report its crystal structure.
N-
In (I) (Fig. 1) , all bond lengths and angles are normal and in a good agreement with those reported previously (Feng et al., 2008; Sonar et al., 2006) . The cyclohexane ring (C12-C17) adopts a chair conformation. In the crystal structure, intermolecular N-H···O hydrogen bonds (Table 1 ) link the molecules into layers parallel to the ac plane.
Experimental
The target compound was synthesized by two steps. Oxalyl chloride was added dropwise to a solution of 5-methoxy-indole in dry ether, the crude product 5-methoxyindol-3-yl-glyoxyl chloride, cyclohexylamine, two drops of triethylamine in dry dichloromethane. The reaction mixture was washed with water and dried over MgSO4 and concentrated in vacuo (Bacher et al., 2001) . The residue was resolved in a methanol solution. Slow evaporation over two weeks at room temperature gave light-yellow crystals suitable for X-ray analysis.
Refinement
C-bound H atoms were geometrically positioned (C-H = 0.95-1.00 Å), and refined as riding, with U iso (H) = 1.2-1.5 U eq (C). Amino H atoms were located on a difference map and refined isotropically.
Figures Fig. 1 . View of the title compound, with displacement ellipsoids drawn at the 40% probability level.
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